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Table S1. List of eight strains obtained from the Czech Collection of Microorganisms, Brno, Czech Republic.

Abbreviation | Cultiv. Temp. Bacterium Reference
CCM 2062/70 20 Soiorléz;:lllus stearothermophilus CCM 2062 (no information about 1]
CCM 5965/70 70 Geobacillus stearothermophilus CCM 5965 (Evaporated milk) [1]
CCM 2062/55 55 Geobacillus stearothermophilus CCM 2062 2]
CCM 4212/70 70 Meiothermus ruber CCM 4212 (Thermal pools, Hveragherti, Iceland) [1]
CCM 4212/65 65 Meiothermus ruber CCM 4212 [3]
CCM 4212/55 55 Meiothermus ruber CCM 4212 [2]
CCM 3488/70 70 gl:uesrggljf aquaticus CCM 3488 (Thermally polluted river near 1]
CCM 3488/65 65 Thermus aquaticus CCM 3488, [3]

[1] L. Siristova, K. Melzoch, T. Rezanka, Fatty acids, unusual glycophospholipids and DNA analyses of thermophilic bacteria isolated from hot springs,
Extremophiles. 13 (2009) 101-109. https://doi.org/10.1007/s00792-008-0202-6.

[2] L. Siristova, R. Luhovy, K. Sigler, T. Rezanka, Biosynthesis of w-alicyclic fatty acids induced by cyclic precursors and change of membrane fluidity in
thermophilic bacteria Geobacillus stearothermophilus and Meiothermus ruber, Extremophiles. 15 (2011) 423—-429. https://doi.org/10.1007/s00792-011-
0373-4.

[3] T.Rezanka, L. Siristova, K. Sigler, Rhamnolipid-producing thermophilic bacteria of species Thermus and Meiothermus, Extremophiles. 15 (2011) 697—
709. https://doi.org/10.1007/s00792-011-0400-5.



Table S2. Characteristic mass differences such
as 14, 28 or 162 are listed below (color codes -
monoglucosides in red, diglucosides in green,
triglucosides in blue, tetraglucosides in purple,
and pentaglucosides in black.).

Relative
abundance Sum of carbons
m/z (%) in acyls
1401.8926 0.1 56
1415.9083 1.1 57
1429.9240 4.7 58
1443.9397 6.1 59
1457.9554 249 60
1471.9711 28.4 61
1485.9868 32.0 62
1500.0025 86.4 63
1514.0182 97.5 64
1528.0339 89.0 65
1542.0496 89.7 66
1556.0653 100.0 67
1563.9454 0.1 56
1570.0810 63.4 68
1577.9611 0.5 57
1584.0967 39.1 69
1591.9768 2.2 58
1598.1124 414 70
1605.9925 2.8 59
1612.1281 29.2 71
1620.0082 11.4 60
1626.1438 10.9 72
1634.0239 13.0 61
1640.1595 7.7 73
1648.0396 14.7 62
1654.1752 2.4 74
1662.0553 39.6 63
1668.1909 0.9 75
1676.0710 447 64
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1704.1024
1718.1181
1725.9982
1732.1338
1740.0139
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1796.0767
1802.2123
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2140.3336
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2162.2295
2168.3650
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Table S3. The content of molecular species of glucosylated cardiolipins from eight thermophilic bacteria (molar percent).

[M-H] sum sum CCM CCM CCM CCM CCM CCM CCM CCM
FAs Glc 4212/55 4212/65 4212/70 3488/65 3488/70 2062/55 2062/70 5965/70
1401.8926 56 Glc 0.00 0.01 0.01 0.00 0.01 0.01 0.01 0.01
1415.9083 57 Glc 0.03 0.05 0.07 0.00 0.07 0.07 0.00 0.00
1429.9240 58 Glc 0.19 0.26 0.30 0.01 0.40 0.30 0.00 0.00
1443.9397 59 Glc 0.26 0.32 0.39 0.07 0.46 0.30 0.07 0.07
1457.9554 60 Glc 0.96 1.29 1.61 0.31 1.40 1.81 0.38 0.31
1471.9711 61 Glc 1.28 1.55 1.84 0.40 2.00 1.74 0.32 0.46
1485.9868 62 Glc 1.60 1.68 1.94 1.64 2.18 2.07 1.61 1.44
1500.0025 63 Glc 3.84 4.52 6.40 1.88 5.93 3.70 1.84 2.04
1514.0182 64 Glc 5.50 6.01 7.30 2.11 6.56 5.97 2.07 1.97
1528.0339 65 Glc 6.33 6.07 5.75 5.70 5.85 5.60 5.59 4.75
1542.0496 66 Glc 5.46 5.68 6.91 6.55 5.81 5.67 6.31 6.24
1556.0653 67 Glc 4.74 6.49 5.95 5.88 6.98 6.48 5.76 5.25
1570.0810 68 Glc 6.36 5.04 4.10 5.08 4.27 3.94 6.04 6.44
1584.0967 69 Glc 3.25 2.84 2.16 6.60 2.73 2.53 6.47 6.57
1598.1124 70 Glc 3.45 3.04 2.47 4.19 2.93 2.68 4.10 3.68
1612.1281 71 Glc 2.32 213 1.71 2.58 2.07 1.89 2.53 2.96
1626.1438 72 Glc 1.1 0.90 0.59 2.73 0.85 0.71 2.68 3.55
1640.1595 73 Glc 0.70 0.58 0.50 1.93 0.62 0.39 1.89 1.58
1654.1752 74 Glc 0.45 0.32 0.16 0.72 0.23 0.16 0.71 0.87
1668.1909 75 Glc 0.19 0.13 0.06 0.51 0.06 0.06 0.44 0.51
1682.2066 76 Glc 0.13 0.06 0.00 0.16 0.00 0.00 0.16 0.16
1563.9454 56 (Gle)2 0.00 0.00 0.03 0.00 0.00 0.00 0.00 0.00
1577.9611 57 (Gle)2 0.03 0.03 0.03 0.00 0.03 0.03 0.02 0.00
1591.9768 58 (Gle)2 0.04 0.05 0.14 0.00 0.13 0.22 0.03 0.01
1605.9925 59 (Gle)2 0.06 0.06 0.18 0.03 0.15 0.26 0.03 0.02
1620.0082 60 (Gle)2 0.06 0.14 0.74 0.15 0.54 0.81 0.03 0.03
1634.0239 61 (Glc)2 0.08 0.18 0.84 0.18 0.69 0.91 0.14 0.14
1648.0396 62 (Glc)2 0.14 0.74 0.95 0.75 0.83 1.00 0.18 0.18
1662.0553 63 (Glc)2 0.18 0.84 2.56 0.86 2.40 2.61 0.74 0.75
1676.0710 64 (Glc)2 0.73 0.95 2.89 0.97 2.70 3.00 0.84 0.85
1690.0867 65 (Glc)2 0.83 2.56 2.64 2.61 2.40 2.75 0.95 0.72
1704.1024 66 (Glc)2 0.94 2.89 2.66 2.95 2.48 2.72 2.56 2.89
1718.1181 67 (Gle)2 2.53 2.63 2.96 2.69 2.76 3.07 2.89 2.43
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Table S4. Structure o peaks from HILIC.

Peak Abbreviation Structure
No.
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Chemical Formula: C¢H;(Os5
Exact Mass: 162.0528

Fig. S1. The assumed structure of the neutral fragment with mass 162.0528 Da.



